■4 



P26359.ST25.txt 
SEQUENCE LISTING 

'<110> MIYAWAKI, Atsushi 
KARASAWA, Satoshi 

<120> CHROMOPROTEIN 

<130> P26359 

<140> U.S. 10/516,317 
<141> 2004-12-10 

<150> JP2002/168583 

<151> 2002-06-10 

<150> U.S. National Phase of PCT/ JP03/07336 

<151> 2003-06-10 

<160> 22 

<170> Patentin version 3.3 

<210> 1 
<211> 232 
<212> PRT 

<213> cnidopus japonicus 
<400> 1 

Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
15 10 15 



Gly Thr Val Asn Asn His His Phe Met Cys Glu Ala Glu Gly Glu Gly 
20 25 30 



Lys Pro Tyr Glu Gly Thr Gin Met Glu Asn He Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp He Leu Thr Pro Asn Cys Gin Tyr 
50 55 60 



Gly Ser Val Ala He Thr Lys Tyr Thr Ser Gly He Pro Asp Tyr Phe 
65 70 75 80 
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.Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr lie Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn lie Lys lie Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Cys Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
180 185 190 



His Phe Ser Asp His Arg Pro Glu lie Val Lys Val Ser Glu Asn Gly 
195 200 205 



Thr Leu Phe Glu Gin His Glu Ser Ser Val Ala Arg Tyr Cys Gin Thr 
210 215 220 



Cys Pro Ser Lys Leu Gly His Asn 
225 230 



<210> 2 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 2 
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atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatggaggg 


cacagtcaac 


60 


aatcatcact 


tcatgtgcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


gagaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaat 


atggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacttt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaaccctgtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcctgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 



<210> 3 

<211> 17 

<212> DNA 

<213> Artificial Sequence 

<220> 

<223> primer 



<220> 

<221> misc_f eature 

<222> (3) . . (3) 

<223> n represents inosine 

<220> 

<221> misc_f eature 

<222> (5).. (5) 

<223> s represents c or g 

<220> 

<221> misc_f eature 

<222> (6).. (6) 

<223> n represents inosine 
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<220> 

.<221> misc_f eature 

<222> (9) . . (9) 

<223> n represents inosine 

<220> 

<221> misc_feature 

<222> (10) . . (10) 

<223> h represents a., t, or c 

<220> 

<221> misc_f eature 

<222> (12) . . (12) 

<223> n represents inosine 

<220> 

<221> misc_f eature 

<222> (13) . . (13) 

<223> s represents c or g 

<220> 

<221> misc_feature 

<222> (15) . . (15) 

<223> n represents inosine 

<400> 3 

ggngsnccnh tnscntt 



<210> 4 

<211> 44 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 4 

aactggaaga attcgcggcc gcagaatttt tttttttttt tttt 



<210> 5 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 
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'<223> primer 



<220> 

<221> misc_feature 

<222> (24).. (25) 

<223> n represents inosine 

<220> 

<221> misc_f eature 

<222> (29).. (30) 

<223> n represents inosine 

<220> 

<221> misc_feature 

<222> (34) . . (35) 

<223> n represents inosine 

<400> 5 

ggccacgcgt cgactagtac gggnngggnn gggnng 36 



<210> 6 

<211> 22 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 6 

agacgaggca atttccatca ag 22 



<210> 7 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 7 

ggccacgcgt cgactagtac 20 



<210> 8 
<211> 24 
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<212> 
<213> 



DNA 

Artificial Sequence 



<220> 
<223> 



primer 



<400> 8 

ggctacgctt ccatattggc agtt 



24 



<210> 9 

<211> 30 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<400> 9 

cgggatccga ccatggcttc caaaatcagc 30 

<210> 10 

<211> 36 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 



<210> 11 
<211> 232 

<212> PRT 

<213> cnidopus japonicus 
<400> 11 

Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
15 10 15 



Gly Thr Val Asn Asn His His Phe Met Cys Glu Ala Glu Gly Glu Gly 



<400> 10 

ccggaattct taattgtgac caagtttaga tgggca 



36 



25 



30 



Page 6 



P26359.ST25.txt 



Lys Pro Tyr Glu Gly Thr Gin Met Glu Asn lie Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp lie Leu Thr Pro Asn Cys Gin Leu 
50 55 60 



Gly Ser Val Ala lie Thr Lys Tyr Thr Ser Gly lie Pro Asp Tyr Phe 
65 70 75 80 



Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr lie Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn lie Lys lie Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Cys Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
180 185 190 



His Phe Ser Asp His Arg Pro Glu lie Val Lys Val Ser Glu Asn Gly 
195 200 205 



Thr Leu Phe Glu Gin His Glu Ser Ser Val Ala Arg Tyr Cys Gin Thr 
210 215 220 
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Cys Pro Ser Lys Leu Gly His Asn 
•225 230 

<210> 12 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 12 



atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatggaggg 


cacagtcaac 


60 


aatcatcact 


tcatgtgcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


gagaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaac 


ttggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacttt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaaccctgtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcctgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 



<210> 13 
<211> 232 
<212> PRT 

<213> cnidopus japonicus 

<400> 13 

Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
15 10 15 

Gly Thr Val Asn Asn His His Phe Met Cys Glu Ala Glu Gly Glu Gly 

Page 8 



20 



P26359.ST25.txt 
25 



30 



Lys Pro Tyr Glu Gly Thr Gin Met Glu Asn lie Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp lie Leu Thr Pro Asn Cys Gin Met 
50 55 60 



Gly Ser Val Ala lie Thr Lys Tyr Thr Ser Gly lie Pro Asp Tyr Phe 
65 70 75 80 



Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr lie Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn lie Lys lie Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Cys Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
180 185 190 



His Phe Ser Asp His Arg Pro Glu lie Val Lys Val Ser Glu Asn Gly 
195 200 205 



Thr Leu Phe Glu Gin His 



Glu Ser Ser Val Ala Arg Tyr 
Page 9 



Cys Gin Thr 



P26359.ST25.txt 
210 215 220 



Cys Pro Ser Lys Leu Gly His Asn 
225 230 

<210> 14 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 14 



atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatggaggg 


cacagtcaac 


60 


aatcatcact 


tcatgtgcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


gagaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaaa 


tgggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacttt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaaccctgtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcctgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 



<210> 15 
<211> 232 
<212> PRT 

<213> cnidopus japonicus 
<400> 15 

Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
15 10 15 
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Gly Thr Val Asn Asn His His Phe Met Cys Glu Ala Glu Gly Glu Gly 
20 25 30 



Lys Pro Tyr Glu Gly Thr Gin Met Leu Asn lie Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp lie Leu Thr Pro Asn Cys Gin Met 
50 55 60 



Gly Ser Val Ala lie Thr Lys Tyr Thr Ser Gly lie Pro Asp Tyr Gly 
65 70 75 80 



Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr lie Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn lie Lys lie Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Cys Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
180 185 190 



His Phe Ser Asp His Arg Pro Glu lie Val Lys Val Ser Glu Asn Gly 
195 200 205 
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Thr Leu Phe Glu Gin His Glu Ser Ser Val Ala Arg Tyr Cys Gin Thr 
210 215 220 

Cys Pro Ser Lys Leu Gly His Asn 
225 230 

<210> 16 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 16 



atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatgctggg 


cacagtcaac 


60 


aatcatcact 


tcatgtgcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


cttaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaat 


atggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacggt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaaccctgtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcctgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 



<210> 17 
<211> 232 
<212> PRT 

<213> cnidopus japonicus 
<400> 17 

Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
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10 



15 



Gly Thr Val Asn Asn His His Phe Met Cys Glu Ala Glu Gly Glu Gly 
20 25 30 



Lys Pro Tyr Glu Gly Thr Gin Met Glu Asn lie Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp lie Leu Thr Pro Asn Cys Gin Phe 
50 55 60 



Gly Ser Val Ala lie Thr Lys Tyr Thr Ser Gly lie Pro Asp Tyr Phe 
65 70 75 80 



Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr lie Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn lie Lys lie Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Cys Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
180 185 190 



His Phe Ser Asp His Arg Pro Glu lie Val Lys Val Ser Glu Asn Gly 
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200 205 



Thr Leu Phe Glu Gin His Glu Ser Ser Val Ala Arg Tyr Cys Gin Thr 
210 215 220 

Cys Pro Ser Lys Leu Gly His Asn 
225 230 

<210> 18 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 18 



atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatggaggg 


cacagtcaac 


60 


aatcatcact 


tcatgtgcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


gagaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaat 


ttggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacttt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaaccctgtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcctgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 



<210> 19 
<211> 232 
<212> PRT 

<213> cnidopus japonicus 
<400> 19 
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Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
.1 5 10 15 



Gly Thr Val Asn Asn His His Phe Met Cys Glu Ala Glu Gly Glu Gly 
20 25 30 



Lys Pro Tyr Glu Gly Thr Gin Met Glu Asn lie Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp lie Leu Thr Pro Asn Cys Gin His 
50 55 60 



Gly Ser Val Ala lie Thr Lys Tyr Thr Ser Gly lie Pro Asp Tyr Phe 
65 70 75 80 



Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr lie Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn lie Lys lie Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Cys Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
180 185 190 
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His Phe Ser Asp His Arg Pro Glu lie Val Lys Val Ser Glu Asn Gly 
195 200 205 



Thr Leu Phe Glu Gin His Glu Ser Ser Val Ala Arg Tyr Cys Gin Thr 
210 215 220 



Cys Pro Ser Lys Leu Gly His Asn 
225 230 



<210> 20 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 20 



atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatggaggg 


cacagtcaac 


60 


aatcatcact 


tcatgtgcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


gagaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaac 


atggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacttt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaaccctgtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcctgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 



<210> 21 
<211> 232 

<212> PRT 

<213> cnidopus japonicus 
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<400> 21 

Met Ala Ser Lys lie Ser Asp Asn Val Arg lie Lys Leu Tyr Met Glu 
15 10 15 



Gly Thr Val Asn Asn His His Phe Met Val Glu Ala Glu Gly Glu Gly 
20 25 30 



Lys Pro Tyr Glu Gly Thr Gin Met Glu Asn He Lys Val Thr Lys Gly 
35 40 45 



Gly Pro Leu Pro Phe Ser Phe Asp He Leu Thr Pro Asn Cys Gin Met 
50 55 60 



Gly Ser Val Ala He Thr Lys Tyr Thr Ser Gly He Pro Asp Tyr Phe 
65 70 75 80 



Lys Gin Ser Phe Pro Glu Gly Phe Thr Trp Glu Arg Thr Thr He Tyr 

85 90 95 



Glu Asp Gly Ala Tyr Leu Thr Thr Gin Gin Glu Thr Lys Leu Asp Gly 
100 105 110 



Asn Cys Leu Val Tyr Asn He Lys He Leu Gly Cys Asn Phe Pro Pro 
115 120 125 



Asn Gly Pro Val Met Gin Lys Lys Thr Gin Gly Trp Glu Pro Ser Cys 
130 135 140 



Glu Met Arg Tyr Thr Arg Asp Gly Val Leu Cys Gly Gin Thr Leu Met 
145 150 155 160 



Ala Leu Lys Cys Ala Asp Gly Asn His Leu Thr Cys His Leu Arg Thr 

165 170 175 



Thr Tyr Arg Ser Lys Lys Ala Ala Lys Ala Leu Gin Met Pro Pro Phe 
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180 185 .190 



His Phe Ser Asp His Arg Leu Glu lie Val Lys Vai Ser .Glu Asn Gly 
195 200 205 



Thr Leu Phe Glu Gin His Glu Ser Ser Val Ala Arg tyr Cys Gin Thr 
210 215 220 



Cys Pro Ser Lys Leu Gly His Asn 
225 230 



<210> 22 

<211> 699 

<212> DNA 

<213> cnidopus japonicus 

<400> 22 



atggcttcca 


aaatcagcga 


caatgtacgt 


atcaagttat 


atatggaggg 


cacagtcaac 


60 


aatcatcact 


tcatggtcga 


agctgaagga 


gagggcaagc 


catacgaggg 


aactcaaatg 


120 


gagaacataa 


aagtcaccaa 


aggaggccct 


ctgccgttct 


cttttgatat 


cttgacgcct 


180 


aactgccaat 


atggaagcgt 


agccataacc 


aagtatacat 


cagggattcc 


agactacttt 


240 


aagcaatctt 


ttcctgaagg 


atttacctgg 


gaaagaacca 


caatctacga 


agatggggct 


300 


taccttacaa 


ctcaacaaga 


aaccaaactt 


gatggaaatt 


gcctcgtcta 


caatattaaa 


360 


atccttggat 


gtaattttcc 


ccccaatggt 


cctgtgatgc 


agaagaaaac 


ccaaggctgg 


420 


gaacccagtt 


gcgagatgcg 


ctatacacgt 


gatggtgtgc 


tatgtggcca 


aacattaatg 


480 


gcacttaaat 


gcgccgatgg 


gaaccacctc 


acttgccatc 


tgagaactac 


ttacaggtcc 


540 


aaaaaggcag 


caaaggcgtt 


gcagatgcca 


cccttccatt 


tttcagacca 


tcgtcttgaa 


600 


atagtgaagg 


tttcagagaa 


cggcacacta 


tttgaacagc 


acgaaagttc 


agtggccagg 


660 


tactgtcaaa 


catgcccatc 


taaacttggt 


cacaattaa 






699 
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